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FIG. 14 



Non-reaucing SD3-PAGE analysis of ooiycnosiona;e retoia i.meDOints 
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FIG. 16B 

Non-reducing SDS-PAGE analysis of SP-Sepnarose T'ractions 
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FIG. 17 

Q-Sepharose elution profile for polyphosphate refold 
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FIG. 18B 

Non-reducing SDS-PAGE analysis of Q-Sepharose fractions. 
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FIG. 19 

Non-reducing SDS-PAGE analysis PEI refold timepoints. 
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FIG. 22 



Protein Concentration Profiles of Q Sepharose Elution 
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FIG. 23C 

Non-reducing SDS-PAGE analysis of Q-Sepharose fractions from run #195005. 
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FIG. 25 



Results of SC-59735 refolding in water with 0.4% polyphosphate. 
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FIG. 26A 



Results from experiment evaluating the impact of different 
polyphosphate chain lengths on SC-59735 refolding. 
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FIG. 27A 

Effects of high concentrations of polyphosphate on SC59735 refold. 
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FIG. 27B 



Effects of low polyphosphate concentrations on SC-59735 refolds. 
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